\<u 5K l}$*="|7_|

AccuGen™
FEmMERE™

iR PR B RR R B Y 1 A

Comprehensive, Accurate, Professional, Economical Fast




RAMERBRERE ABERRRMEYIREERE BRER

2R, R E SR (infectious disease) Bl A—BEBRERE AR EIERR SR ABRRIBRHMEY
BEEZ, BB —BEE. . oA TR, REEIBBRELIBUNERR, HNRBREERE, LHER
BRE, ERENELRBERE,

\z oo

H @ ERlIL

01 EEEEEEE 02 ERERRRBRERER

¢ E018%, FHREBAD LAZHCRASE=((3198 A5 KR U
T, SFTEFET ABEI5.6%); * EEERERR B A
& B, BRI 5 TS IS0 5L ; * SEEERA BT
¢ BHRET, BB RRSIRNET ANE2050E 52 ISR
1000%. ¢ BEESEREAKBESR

03 @ussETHIEE AT

¢ B H R MEER(E (<30%) , #LBARHRHRR & BEKFERREER;
¢ BHR (BREE2LR) , ERARK, TH\;EFEF & ¢ RRE, MENES;
¢ DESLHRR, BEEBIT;
& (RFEERIRER AR ST FI o

SEEEFRERHMEVRANREEES

ot

BEER, BRBRMEDZERNERTIIER, JBRRRREEEUASRNEEA R B BEE
BEENRRIEERKAE R,

R

01 ERPRE RImRHENIRA BEEREERS BHMEBERDE




AccuGen™ BgPRE RRRFHEYRA — IR EERRMEY M EE R

AccuGen™ BRIKE RIBERMED R A RR B EHEMNZEPCR+NGSEHMEM, HERAKRE RARBERME
METEEEER, BREVEMBLEZREFHELRERMENERENEETLLY, BRBEMUBURHMEY=E
BUKMERMMEEN, ARRBERHREFESEKRE, EEEYNSIERR,

AccuGen 81™EHEHR 811ER REURHEY OO S S [
AccuGen 81™E4RAR 8178 % B SR Y R B R R VIRTE KB Al
AccuGen 330™E /AR 330FERE BERHEY 3 R R A A
AccuGen 330MEMRIR  330TEMREESHAENRINELR R

AccuGen™ RFB & 150fEEE R R, SHEBhFEZE %

ERERER vanA,vanB,vanD

sERIRETER patA,patB,pmrA,QnrA1,QnrB4,gacA,lsak

s ann ANT 2”)—\a,armAAAC( N-1b,AAC(6")-Ib,aadA3,APH(3")-Ib
EEEEEEE D) (6) 10 A AN L4) AP 18 A B AAG(S)

KIBWNEEENE R mphB,EreA EreB,macA mefE, melmtrC,mtrE

[EREESR catB3,Paer_catB6,catB8,cmlA5, floR,CAT

== g = e g NDM-T,mecAmtrD, TEM-12mecC,0XA-1,0XA-2,0XA-7,

BRERNER OXA-9,0XA-23,0XA-66,0XA-69,0XA-82,0XA-181,0XA-198, CMY-2,KPC-2

EEMERBENER ErmC,msrA ErmA,ErmB,mel

IS Enge= tet(A) tet(B),tet(C),tet(D),tet(E) tet(K),tet(L),tet(M),tet(0),
= tet(Q),tet(S),tet(T),tet(W),TolC,adeB,Ecol_mdfA,tetR,0gxA,0qxB,rpsJ

02 ERPRE RImRHEYIRA BEEREERS



AccuGen™ RYIEZ

AccuGen™ ERIRE RBRMEYRABBREEERATBYENREHWEYRR, GEBEEFNE
NEADIT, SREREFRBEME, BE, RENTER2EFZERRMEY P, ISRRMEVVNERERE
T, BIRMETRY, @ENERRRERE,

AccuGen™ RGBSR

2 R A IR A TR R B A TS E R
e BBSEPCREE, TR IE BTS2 TRESNREE,
e S O R Y R A S B S E R R R
g % BPCRINGSIBLL = B A B SRS, A M E LS.
bhtE BN ER TS, B4 BRIl B
AccuGen™ ERFER
R SRR IR R G RIS D) A BERER
B R TR BB R AR R B AL MF R

AccuGen™ IEHEE K

AR REEEX R IF
MR

=2ml cfDNASRIE BREEH
mi& (8252) =2ml cfDNARRIE g
=6 =2ml cfDNAIRINE BRES
FEERR >2ml BRIBAE

48/NEF N2 B E A
BRR =2ml BEERENE BEEEERE,

HBim48/M\E, g7k

PR >2ml H|EIRAE
BEEERZE (2K
BSER >2ml EEIRAE EEEHRKERRE
. o REBRE) .
B R (B5) >1ml BRBAE

03 ERPRE RIRRHEYIRA BEEREERS



AuRE 7K =>2ml
RAENARR =2ml
ARFEHNR =2ml
fEt =2ml
HZFR& >1ml
AR =3ml
P 7K =0.1ml
WIEES >0.5ml
SRAEF 20EF
BO2HR =20HF
RIET A =5k

AccuGen™ i HIRIE

REEEK BB

H|EIBAE

H|EIRAE

H|EIRAE

RS 48/\Br N2 L B IC

T O A i

HEERE @BASNE, Bk

WIS BREERT (Ezik
SEBHRKER

REBWE REERE) .

H|EIRAE

HFREFE

HFREFE

A= BE

— - —
o° 24 — — —
b0 PER M) =T ) 2
ERAIER= RS % EBEPCRNIERE EEEER BRI RERRE
2= A/ BB
ZEmE—
RIER
=X 4
‘ )\ISEJ%EE 1LiBHAE IR
ZHRE, 81K, (KBRS o3 & MTX® BRERHH  ANEE
. o > e G+ BMEEHKE  Staphylococcus haemolyticus 33094 95.60%
% ﬂﬁ'%d\ﬂlﬁﬂ ﬁ¢\ EEZE&F’ E%%ﬂj}ﬁ’ ;ﬁE,\”D__DEJZ G+ ,ﬁﬁﬂ%ﬂ? Emterococcus faecalis 1137 3.28%

AREBEMBERS:, BN SMAEA#R LD, &
INRB & E B R R4 =152 B AR IR IEY),
B F O RUEMIXEEMNER R 4. 8T, I
BREATEB S ERAMIEE,
* AR

ERASEALY  ANEERE. EBKE. &
BHEEEIKE. B R R4S R AR R R IR
L, BREBEGHERBE, BEER M.

04 ERPRE RIRRHEYIRA

G+ SHE@BHEIKE  Staphylococcus aureus 140 0.40%

BE G+ EMKBMER)/G- (RR KRMEE)

2MEERYIR

ki) 37 RTXH BERVE HEHEE

F EEM  Aspergillus fumigatus 36 0.10%
BEF(ER)
3B HDNATRE I

X E AT XHE BMERNE HHEEE
REBER
18 V(RE)
= EE KRB EMEERA

A



ZHIEmE— P
L N L AR

i) R ATXE 1%t 2R 5 8 HEEE
ﬁ’ﬁ%\%, 61}‘:_;2; Eﬁﬁfﬁﬁ; ﬁkﬂi D;_ Dﬁ; %5&%@ - BEIZDEBE  Mycobacterium tuberculosis 80892 99. 99%

tho EPIM A RS E R, BRINERR, FiRE. Gy FRC(RHRBER)/C (ERKRIER)

BORRIRA, ERERE D AT E R LIHEESIR
BY  PXE®  HTXE RERFIM AHEE

‘ *A //\J mnA REEH
$ERF(EE)

EERIRRAR R H 2D AR E R AR -

4 B EEE ORIRART, BAEEBAR, BRTERDER,  RHDNARSSIR

o N |E RN E AT XH BMHRES HAHEE
?ﬁ* ll:Hl\\El %) EE%&I@EO PX2%::]

$BEV(RS)

ERPR = RBRHMEWSE (B 5)

HE

Acinetobacter baumannii - Staphylococcus capitis - Cap ytophaga h lytica - P: f fluor » Staphylococcus equorum - Actinomyces israelii »
Staphylococcus epidermidis Capnocytophaga ochracea - P. [ lii - Streptobacillus moniliformis - Bordetella rtussis - Staphylococcus haemolytlcus

Cap ytoph P P putida - Strep llolyti ~ Burkholderia cepacia - Staphyl us hominis - Coryneb ium I

Pseudomonas stutzen » Campylobacter concisus - Campylobacter jejuni - Staphylocaccus lugd ~ Coryneb ium afer ~ Strep milleri -

Salmonella enterica subsp. enterica serovar Typhi - Lactobacillus gasseri - Citrobacter freundii ~ S ph Itophilia - Coryneb ium diphtheriae -

Sh lla putrefaci » Lact garvieae - CIostndlum difficile - Strep lactiae - Dolosig [ plgmm Shigella boydii - Morganella morganii -

Clostridium perfring ~ Strep p » Klebsiella aerog » Shigella dysentenae Mycobacterium leprae - Enterobacter cloacae - Streptococcus suis
Enterobacter asburiae - Shrgella flexneri - Nei ia fla » Enter f: lis - Tropheryma whrpple: » Enterococcus avium ~ igella sonnei - Nei: ia subflava -
Enterococcus faeci . bact I ti » Fusob ium necrophorum - Strep > Nei ia perflava - Escherichia coli - Acinetobacter johnsonii
Fusob ium leat » Strept intermedi » Ochrobactrum intermedi » H: philus infl ~ Aci bacter Iwoffii - Enterobacter hormaechei -
Streptococcus anginosus - Bacteroides vulgatus - Klebsiella aerog ~A tob radioresi » Klebsiella variicola - Strep mitis - Paenibacillus ilagii IS
Klebsiella oxytoca - Acti y d Iyticus - Leifsonia aquatica - Strep pyog » Pasteurella multocida - Klebsiella f iae - Alcali f: li

Listeria ytog ~ Strep salivarius - Plesi higelloides - Legi lla p phila - Ar b ium h lyticum - Mlcrococcus luteus -

Streptococcus sanguinis - Cutibacterium acnes - Moraxella catarrhalrs Bacillus anthracis - Mycobacterium africanum - Veillonella dispar - Providencia alcalifaciens -
Mycobacterium abcessus - Bacillus cereus - Mycobacterium bovis - Veillonella parvula - Ralstoni I: um ~ Mycob. ium avium - Bacillus pumilus -

Mycobacterium canetti - Yersinia pseudotuberculosis » Aeromonas aquariorum - Mycobacterium gordonae - Bacillus subtilis - Mycob ium colombi » Vibrio cholerae
Bacteroides stercoris - Mycob ium intr lul: » Bacillus thuringiensis - Mycobacterium h. philt » Vibrio vulnificus - Bacteroides » Mycob ium k B
Bacteroides fragilis -~ Mycobacterium iranicum - Yersmla frederiksenii ~ Bacteroides thetai icron ~ Mycobacterium massiliense - Bifidobacterium breve - Nocardia abscessus
Yersinia intermedia - Bordetella br hi » Mycobacterium tuberculosis - Bifidob ium denti » Nocardia farcinica - Yersinia kristensenii - Bordetella holmesii -
Mycobacterium fortuitum - Blfldobactenum longum - Nocardiopsis dassonvillei - Orientia t: hi - Burkholderia mallei - Neisseria gonorrhoeae - Campylobacter fetus -
Enterococcus casseliflavus - Neisseria meningitidis - Bordetella parapertuss:s » Prevotella bivia - Campylob. liensis - Erysipelothrix rhusiopathiae - Proteus mirabilis -
Brucella abortus - Prevotella b » Burkholderia Fusob ium periodontii » Proteus vulgans » Brucella canis - Prevotella buccalis - Clostridium butyricum -
Kingella kingae - Pseudomonas aeruginosa - Brucella mehtens:s Prevotella denticola - Clostridium septi » Burkholderia f d llei -~ Sall lla bongori - Brucella suis -
Prevotella enoeca - Clostridium tetani - Strep gordonii ~ Sall lla enterica - Campylobacter coIl Prevotella intermedia - Corynebacterium jeikeium - Vibrio harveyi -
Serratia mar » Capnocytophaga gingivalis - Pr lla I heii - Coryneb ium p is - Aer caviae - Staphyl aureus

Cap ytophaga gr /[ » Prevotella melaninogenica - Corynebacterium ulcerans - ;_:égregatibacter til ycet i » Bifidob. ium anii is + Arcob butzleri

=
Human Respiratory Syncytial Virus - Human bocavirus 4 - Norovirus Glll ~ Enterovirus B6 - Enteric Cytopathic Human Orphan virus 6 (ECHO virus 6) -
Human metapneumovirus (HMPV) - Human adenovirus 1 - Norovirus GIV - Enterovirus A114 - Enteric Cytopathic Human Orphan virus 2 (ECHO virus 2) - Rubella virus -
Human adenovirus 35 - Norovirus GV - Enterovirus (EV-A71) - Enteric Cytopathic Human Orphan virus 18 (ECHO virus 18) - Influenza A virus subtype HIN1 -
Human adenovirus 5 - Sapovirus - Enterovirus A16 - Hepatitis B virus - infl A virus subtype H5N1 - Human adenovirus54 - Sapovirus Mc10 - Enterovirus B1 -
Hepatitis E virus - Infli A virus subtype H2N2 - Human adenovirus 7 - Sapovirus C12 - Enterovirus D70 - tick-borne phalitis virus - Infl A virus subtype H3N2 -
Human adenovirus A - - Human rhinovirus 14 - St. Louisencephalitis virus( SLEV) - Influenza A virus subtype H1IN1 - Human adenovirus A1 - Astrovirus - Human rhinovirus 89 -
West Nile virus - Influenza A virus subtype H7N9 - Human adenovirus B2 - Astrovirus BF34 - Human rhinovirus C - Human herpesvirus 6 - Influenza A virus subtype HIN2 -
Human adenovirus C - Rotavirus A - Human coronavirus 229E (HCoV-229E) - Human Herpesvirus 6A - Influenza B virus RNA1 - Human adenovirus D - Enterovirus C -
Human coronavirus OC43(HCoV-0C43) - Human Herpes virus type 6B(HHV-6B) - Human adenovirus E - Enterovirus D68 - Human coronavirus NL63(HCoV-NL63) -
Human Herpes Virus Typs 7(HHV-7) - Herpes simplex virus type 1(HSV-1) - Human adenovirus F - Enterovirus A4 - Human coronavirus HKU(HCoV-HKU1) -
Human herpesvirus 8 - Herpes simy virus type 2 (HSV-2) - Primate erythroparvovirus 1(erythrovirus B19/parvovirus B19) - Enterovirus A71 -
Severe acute respiratory syndrome coronavirus(SARS-CoV) - Human parainfluenza viruses type 1 - Varicella zoster virus(VZV) - Parainfluenza virus 1 - Enterovirus A9 -
Severe acute respiratory syndrome coronavirus 2(SARS-CoV-2) - Influenza C virus - Human herpesvirus 4(HHV-4)/Epstein-Barr virus(EBV) - Parainfluenza virus 3 - Enterovirus B2
Middle East respiratory syndrome—-related coronavirus (MERS-CoV) - Japanese encephalitis - Human cytomegalovirus(HCMV)/Human betaherpesvirus 5(HHV-5) -
Parainfluenza virus 4a - Enterovirus B3 - Enteric Cytopathic Human Orphan virus 30 (ECHO virus 30) - Measles virus -+ Human bocavirus 1 ~ Norovirus Gl - Enterovirus B4 -
Enteric Cytopathic Human Orphan virus 11 (ECHO virus 11) - mumps virus - Human bocavirus 2 - Norovirus Gll - Enterovirus B5 -
Enteric Cytopathic Human Orphan virus 9 (ECHO virus 9) - Hantavirus - Human boci\_/._irus 3septicum

Aspergillus nidulans - Aspergillus oryzae - Cryptococcus neoformans - Ei ia parva - Histoplasma capsulatum - Aspergillus fumi » Candida albi
Aspergillus clavatus - Malassezia furfur(Pityrosporum ovale) - Talaromyces marneffel Asperglllus flavus - Candida glabrata - Aspergillus parasiti > Rhi. /
Saccharomyces cerevisiae - Aspergillus ustus - Candida parapsilosis - Ci idioid * Rhizoy microsporus - Schizophyllum commune - Asperg:llus niger -

Candida tropicalis - Cryptococcus gattii -~ Scedosporium apiospermum - Candida auris - Aspergillus terreus - Pneumocystis jirovecii - Emmonsia Crescens - Sporothrix schenckii

HAth

Chlamydia trach is » Chl: dophil: iae ~ Ri ia felis - Bartonella bac:lllformls Plasmodium malariae - Mycoplasma gallinarum - Chlamydophila psittaci ~
Toxoplasma gondu » Bartonella henselae Plasmodlum ovale - Mycopl. homi * Rhipicephal. mlcroplus Treponema pallidum - Bartonella vinsonii -

Schi oma jap » Mycopl. I ~ Ei ba histolytica - Ang ongylu » Bar quint: » Borrelia recurrentis - Ureaplasma parvum -
Pl lium falciparum - Leptospira interrogans - Plasmodium vivax - Borrelia burgdorferi » Ureaplasma urealyticum - Rickettsia tsutsugamushi
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